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Introduction 
Chestnut blight, incited by Cryphonectria parasistica, devastated American chestnut (Castanea 
dentata (Borkh.) Marsh) in the first half of the 20th century, killing approximately 4 billion dominant 
and codominant trees. Millions of small sprouts still persist throughout the botanical range of C. 
dentata. Most are not infected and do not flower, except for short periods, before the shoot is killed 
by blight. Around the fringes of the botanical range, isolated trees can escape infection for prolonged 
periods, reaching diameters of about 50 cm at breast height (dbh). In the heart of the range, fewer than 
20 large (>33 cm dbh) trees are known to persist that have survived blight infection for longer than 10 
years (Griffin et al. 1983). Those trees are termed large, surviving American chestnut trees. Some 
have low levels of blight resistance, but not enough for very many of their progeny to persist. They 
currently are being bred for higher levels of blight resistance (Griffin 2000).  

Without active control measures, such as breeding for resistance and introduction of hypoviruses, 
it generally has been assumed that American chestnut will become extinct in its native range due to 
blight and the paucity of reproduction. However, the rate of extinction is quite low and numerous 
sprouts persist throughout the range (Scrivani 2011). These often flower for short periods when 
exposed to high light levels and serve as a reservoir of germplasm. However, the persistence of this 
reservoir is not assured in the face of the changing environment, and continued monitoring is 
necessary. Increasing deer populations currently are a major threat to long-term survival of American 
chestnut sprout clumps (Burke and Wilber, unpublished 2). 

Breeding for blight resistance was initiated around 1930, but those early programs were 
abandoned as hopeless in the early 1960s because they had been unable to combine the forest 
competitiveness of American chestnut with the chosen sources of blight resistance, oriental chestnut 
species. However, the early breeding programs did identify species with blight resistance and develop 
methods for making crosses, cultivating seedlings, and screening them for blight resistance. 

Charles Burnham (1981) first hypothesized that the blight resistance of Chinese chestnut, C. 
mollissima Blume, could be backcrossed into American chestnut. Backcrossing is the method of 
choice for introgressing a simply inherited trait into an otherwise acceptable cultivar. One of 
Burnham’s assumptions in 1981 was that blight resistance is controlled by a single factor. 
Subsequently, in 1986, Burnham, French, and Rutter (Burnham et al. 1986) accepted Clapper’s 
(1952) conjecture that blight resistance is controlled by two incompletely dominant factors. Burnham, 
French, and Rutter were the principals who started the American Chestnut Foundation (TACF) in 
1983 to facilitate testing of the Burnham hypothesis. 

Burnham recruited Lawrence Inman to help with design of the program. Inman (1987) proposed 
breeding populations of chestnut at multiple locations throughout the American chestnut range to 
preserve local adaptation and increase genetic diversity. He also proposed using multiple sources of 
blight resistance. Inman (1989) suggested restricting local collections to within a radius of 16 
kilometers. Following Namkoong (1991), Hebard (1994) proposed breeding each source of blight 
resistance with 20 different American chestnut trees for each cycle of backcrossing; on average, 20 
individuals would capture alleles occurring at frequencies greater than 0.05 (=1/20). 
                                            
1 The American Chestnut Foundation, 29010 Hawthorne Dr., Meadowview, VA 24361. Fred@acf.org 
2 Burke, K.L.; Wilbur, H.M. Unpublished. Effects of white-tailed deer on growth and mortality of Castanea dentata and 
Acer pensylvanicum.  
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Hebard (2006) specified that intercrossing after backcrossing, whose purpose is to restore true 
breeding by creating and identifying segregants homozygous for resistance alleles, should be 
restricted to single sources of blight resistance. It would be impossible to eliminate alleles for 
susceptibility at the F2 stage if different donor trees had different loci with alleles for resistance. 

Hebard (2006) presented results to date for the TACF breeding program, and discussed methods in 
depth. The purpose of the present report is to update the overall results and to discuss population 
management aspects of the program. While the TACF breeding program occurs in multiple locations, 
the most advanced crosses are located at our principal research facility in Meadowview, Virginia 
(fig.1). Results given below were gathered at Meadowview. 

 
Figure 1—View of the American Chestnut Foundation’s Price Research Farm from its Bryan 
Research Farm. The Foundation has four farms in Meadowview covering about 150 acres; the other 
two farms are B3-F2 seedling seed orchards of about 15 acres each.  

Results and Discussion 
Variation in Pathogenicity Between Virulent Strains of Cryphonectria 
parasitica 
Blight resistance is evaluated using two strains of the blight fungus, both virulent, but one, SG2-3, of 
mild pathogenicity and one, Ep155, of high pathogenicity. Cankers incited by the highly pathogenic 
Ep155 differ in size most prominently between chestnut trees with high and intermediate levels of 
blight resistance; whereas cankers incited by the mildly pathogenic SG2-3 differ in size most 
prominently between trees with intermediate and non-existent levels of blight resistance (fig. 2). 
Thus, a wider range of resistance can be distinguished using both strains rather than just one alone. 

The experiment summarized in fig. 2 employed a set of trees of various ages and levels of blight 
resistance that were planted in a randomized, complete-block design over several years and 
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inoculated in 1 year, using Ep155 and SG2-3. The three main effects were highly significant (table 1). 

 
Figure 2—Mean canker length versus resistance for chestnut trees of different ages inoculated with 
two virulent strains of Cryphonectria parasitica, one highly pathogenic (Ep155) and the other slightly 
pathogenic (SG 2-3). 

 

 
The effect of age in the experiment was confounded with shading of young trees by older trees. This 
occurred because spacing (3.0 m x 1.5 m) had not been set widely enough to avoid shading. So “age” 
was treated as a fixed effect in analysis of variance. Cross type and inoculum pathogenicity also were 

Table 1—Analysis of variance of chestnut blight canker length 2 months after inoculation, 
testing the effect of blight resistance (cross type), tree age, and inoculum pathogenicity 

Source DF Sum of Squares Mean 
Square F Ratio Prob > F 

Block 5 45.99630 9.1993 3.9453 0.0026 
Cross Type 2 286.67139 143.3357 61.4732 <.0001 
Age 3 60.11460 20.0382 8.5939 <.0001 
Cross Type*Age 6 39.19499 6.5325 2.8016 0.0144 
Inoculum 1 346.72540 346.7254 148.7021 <.0001 
Cross Type*Inoculum 2 19.39003 9.6950 4.1580 0.0183 
Age*Inoculum 3 7.23204 2.4107 1.0339 0.3808 
Cross Type*Age*Inoculum 6 14.61847 2.4364 1.0449 0.4007 
Model 28 889.5520 31.7697 13.6253  
Error 105 244.8262 2.3317   
C. Total 133 1134.3782   <.0001 
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treated as fixed effects. Nevertheless, the “age” factor is an environmental effect, and illustrates (once 
again) that environment, broadly considered, has a major effect on expansion of chestnut blight 
cankers, and thus assessments of blight resistance. 

The significant (p=0.014) interaction of cross type with age (table 1) occurred because age did not 
affect canker size on American chestnut as much as on Chinese chestnut and on their F1 hybrid (fig. 
2). In this experiment, canker sizes were closer overall to American rather than Chinese chestnut. The 
reverse occurred in another experiment conducted in another year (described below), again 
illustrating effects of environment on canker expansion.  

Inoculum pathogenicity affected canker size more in the F1s than the pure species (p=0.018), 
which is to be expected as rates of canker expansion reach lower and upper limits in Chinese and 
American chestnut, respectively. An idealized shape of canker expansion versus resistance is a 
sigmoid curve, where the plateaus are the upper and lower limits of canker expansion. Thus, even 
though rates of linear canker expansion have fairly uniform variances throughout their range, and are 
appropriate metrics for resistance, host variety x fungus strain interactions can occur (Huang et al. 
1996); however, this is not host specificity associated with avirulence genes, which has not been 
detected yet for chestnut blight. Likewise, the overall non-linearity of canker size with resistance can 
also lead to association of quantitative trait loci (QTL) for blight resistance with only one strain of the 
blight fungus. For instance, in fig. 2, 3-year-old trees might show a resistance QTL with SG2-3 but 
not Ep155. That same locus might show a lack of “virulence” for SG2-3 but not Ep155 in 1-year-old 
trees. I conclude that care must be exercised in analyzing variety x strain interactions for chestnut 
blight. 

Current Stage of Backcrossing Program 
At Meadowview, we have almost completed advancing two sources of blight resistance, derived from 
the ‘Clapper’ and ‘Graves’ first backcrosses (Hebard 2006) into 30 B3-F2 lines each of American 
chestnut. We have planted about 58,600 such nuts in two seedling seed orchards; about 35,400 remain 
after rogueing (table 2). As selection and rogueing continue, these will be reduced to about 500 
plants, which should occur within 3 to 5 years. 

Hopefully we will be able to select for true breeding for blight resistance in these B3-F2 trees. 
Simulations based on patterns of inheritance of resistance in straight F2s and B1-F2s indicate that it 
would be difficult to select for homozygous resistance to blight caused by two loci and impossible 
with three loci, due to overlap of phenotypic resistance classes. Analysis of those populations and 
others suggested that two or three loci control blight resistance in Chinese chestnut (Hebard 2006, 
Kubisiak et al. 1997). Three QTLs for blight resistance were found in the F2 mapping population 
originally genotyped by Kubisiak et al. in 1997 when it was regenotyped with several thousand new 
markers (Kubisiak et al., unpublished3). Additional populations have been genotyped and phenotyped 
and data are being analyzed. Markers fairly close to these loci might facilitate identification of trees 
homozygous for blight resistance. In the meantime, the most blight-resistant individuals are being 
selected based on results from inoculation of their open-pollinated B3-F3 progeny in orchard settings, 
after initial selection in the parents, also based on inoculation. B3-F3 progeny additionally are being 
evaluated in wooded settings for forest performance. It currently is unclear whether those forest tests 
will contribute to selection of B3-F2 parents. 
The Rationale of Screening B3-F2s for Blight Resistance 
We use a gradual process to select for blight resistance in our B3-F2 seed orchards. A more rapid 
process would have to be more stringent, which would kill too many good trees. 

                                            
3 Kubisiak, T.L.; Nelson, C.D.; Staton, M.E.; Zhebentyayeva, T.; Smith, C.; Olukolu, B.A.; Fang, G.C.; Hebard, F.V.; 
Anagnostakis, S.; Wheeler, N.; Sisco, P.; Abbott, A.G.; Sederoff, R.R. Unpublished. A transcriptome-based genetic map of 
Chinese chestnut, (Castanea mollissima), and identification of regions of segmental homology with peach (Prunus persica).  
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We start by inoculating 2-year-old seedlings with the SG2-3 strain of the blight fungus and 
selecting those with small cankers. Although virulent and capable of killing American chestnut trees, 
the SG2-3 strain is considerably less pathogenic than the Ep155 strain, as shown above. Previous 
tests, including that summarized in fig. 2 and table 1 above, indicated that even 2-year-old Chinese 
chestnut trees are most likely killed by Ep155, whereas most 2-year-old trees survive inoculation with 
SG2-3 if they possess levels of blight resistance equal to or greater than that of F1s between Chinese 
and American. Such F1s typically are intermediate in blight resistance between the two parents. The 
results of the SG2-3 inoculations enable us to eliminate about 60 to 70 percent of the B3-F2s, 
depending on the size of the tested trees and the year. 

We do not include controls such as Chinese chestnut in the B3-F2 seed orchards. The small SG2-3 
cankers after the first season of canker expansion on the selections could not get any smaller on 
Chinese chestnut, so their inclusion as controls for that period would not be informative. Chinese 
chestnut trees could be informative in later years if left in the orchard, but would then start to produce 
undesired pollen. The B3-F2 orchards also are designed to produce seed with maximum genetic 
diversity over long periods by maximizing distance between sibs, and the design appropriate for that 
goal cannot provide statistically and experimentally sound evidence of blight resistance in the B3-F2s. 

We make additional selections over the next few years following inoculation by examining 
cankers on the preliminary selections. However, as outlined above, we have been intending to make 
the final selections among the B3-F2 trees by testing the blight resistance and performance of their B3-
F3 progeny in orchard and, possibly, forest settings. 
Results of the First Season of Canker Expansion in an Orchard Test of 
Blight Resistance in B3-F3 Chestnut Trees Planted Using a Formal 
Experimental Design 
In 2008, we harvested our first crop of B3-F3s large enough to test formally in both the orchard and 
forest using an experimental design and control plants. The orchard test was planted in 2009 using a 
completely randomized design. In retrospect, an incomplete block design would have enabled more 
accurate selection of superior parents, and we subsequently changed to that. In June 2011, we 
inoculated that first test planted in 2009 and measured canker lengths in December 2011, using 
methods described by Hebard (2006). 

Table 3 shows statistics for cankers incited by both Ep155 and SG2-3 on the different cross types 
in the experiment. The controls for canker sizes, ranked from susceptible to resistant, were American, 
B2, F1 plus B1-F2, B1xChinese, and Chinese. (The backcross controls are imperfect resistance 
standards, as mistakes in selection can lessen their resistance). We expected the B3-F2 selections in 
the seed orchard that produced these progeny to have blight resistance equal to or greater than that of 
F1s and B1-F2s, since those B3-F2s had been screened only using strain SG2-3. If this first expectation 
were met, one would then expect their B3-F3 progeny from open pollination to have mean canker 
lengths intermediate between the F1/B1-F2s and the B1xCs. However, instead, cankers on the B3-F3s 
were similar to or slightly longer than those on B1-F2s. Reasons this may have occurred include that 
pollen is still being produced by unselected as well as selected B3-F2 parents in the seed orchards, that 
selection is not complete, and/or that there was some degradation of factors for blight resistance 
during backcrossing. 

Out of 583 trees tested, there were 95 B3-F3s with small cankers for both strains Ep155 and SG2-3, 
where small cankers are those less than 5 cm in length. Normally, one would expect trees with such 
small cankers to have a high level of blight resistance. However, there was dominance toward small 
cankers in this test, leading to a higher frequency of trees with small cankers in the B1-F2 progenies 
than is observed in most tests of F2s. We observed 35 out of 171 B1-F2s with small cankers, where 
usually we would expect to observe about 10. We expect many of these small cankers on the B1-F2s 
to start expanding in 2012. How much that occurs also in the 95 B3-F3s with small Ep155 cankers 
will be interesting to follow. 
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The phenotypic dominance toward small cankers, after the first season of canker expansion in this 
test, also is reflected in the bimodal distribution of canker sizes. The bimodality is most evident for 
the Ep155 cankers in the B3-F3 and B1-F2 crosses in table 3, where there is a peak in the 0-5 cm class 
and another in the 10-15 cm class. The peak at 0-5 cm occurred because cankers in the 0-5 cm class 
cannot get any smaller, so their numbers pile up when phenotypic dominance is toward small cankers. 
There was even more clustering in the small canker class for the SG2-3 cankers, which is expected 
given its lesser pathogenicity. However, the ranking of mean canker size for cross type was the same 
for both strains. 

The predominance of small cankers led to a significant fungus strain by cross type interaction, 
since the SG2-3 and Ep155 cankers on Chinese chestnut were similar in size, while in the other cross 
types, SG2-3 cankers were about 6-8 cm shorter than Ep155 cankers. There was no interaction 
between strain and families nested within cross type. Another effect of very small cankers was that 
the variance of canker length was reduced in Chinese chestnut compared to the other crosses, 
especially for strain SG2-3. The unequal variances (heteroscedasticity) for strain SG2-3 increased the 
likelihood that differences between cross types and families would be declared statistically 
significant, making declarations of significance suspect for SG2-3. 

Table 4 shows canker length statistics for individual families within the various cross types. The 
Ep155 cankers yielded significant differences in canker size for the more resistant trees while the 
SG2-3 cankers yielded significant differences for the more susceptible trees (although, again, the 
significance of the SG2-3 differences is suspect). Twenty-one of 36 B3-F3 families had significantly 
(p<0.05) smaller SG2-3 cankers than the American chestnut family. The B3-F2 parents of the 
remaining 16 families are candidates for rogueing. 

Discussion of B3-F3 Canker Results 
This crop of B3-F3s was significantly more blight resistant than American chestnut, roughly 
comparable in resistance to Chinese x American F1s or backcross F2s, in the aggregate. None of the 
families had as high a level of blight resistance as Chinese chestnut, but many contained highly 
blight-resistant individuals as of the end of the first season of canker expansion. This is roughly in 
accord with expectation, given that selection is not finished in the B3-F2 orchards from which the nuts 
were harvested. The best families had resistance roughly comparable to that of crosses of selected 
straight backcrosses with Chinese chestnut, which is what we would expect in crosses of Chinese 
chestnut with the pollen being produced in the orchards. However, we have not eliminated the 
possibility that some of the blight resistance of Chinese chestnut has been lost during backcrossing. 

Characterization of Breeding Populations 
The effective population size, denoted Ne, is used commonly to estimate minimal sizes needed to 
maintain long-term viability of populations, such as species. Using quantitative genetic 
considerations, Franklin (1980) estimated that an Ne of 50 is needed to avoid immediate collapse of a 
population due to inbreeding depression, and an Ne of 500 is needed to offset loss of alleles by 
genetic drift with recruitment of new alleles by mutation. Ne can be estimated as the harmonic mean 
of population sizes, given the other assumptions of Hardy-Weinberg equilibrium. 

To compute Ne as a harmonic mean, we need the number of individuals at each generation. The 
size of the original American chestnut population can be considered infinite for this computation; 
whereas, the population goes through a bottleneck at the straight backcross stage. The population size 
at straight backcross was set at 20 using Namkoong’s considerations, as mentioned above in the 
introduction. Hebard (2002) estimated from first principles that obtaining nine F2 progeny from a 
straight backcross mother tree gives a 95 percent chance of capturing all her alleles. Thus the size of 
the F2 generation is nine multiplied by 20 American chestnut lines per source of blight resistance, or 
180. The size of backcross F3 and subsequent filial generations also can be considered infinite, but 
were limited to several thousand in simulations of inbreeding to be discussed momentarily. Using 
these numbers of individuals, the Ne of 20 lines of American chestnut, computed from the harmonic 



Proceedings of the 4th International Workshop on Genetics of Host-Parasite Interactions in Forestry 

 

227 

mean, is about 72. It would increase if more than one individual per line were retained as a parent of 
the backcross F2 generation (fig. 3), which is generally the case. 

 
 
 

 
 

Figure 3—Effect of the number of siblings per B3 line on the inbreeding coefficient at B3-F4 versus the 
number of American chestnut lines at B3, for partial diallel mating at B3 with four lines per diallel, ten 
B3-F2 offspring per line, and for random mating thereafter. 

The inbreeding effective population size can be estimated independently using the inbreeding 
coefficient of a population. For some breeding scenarios, a harmonic mean cannot be used to compute 
Ne, but inbreeding coefficients can. Hebard (2002) computed inbreeding coefficients by ‘brute force’ 
simulation. The results of similar simulations are shown in table 5, which illustrate the effect of 
TACF’s Chapter breeding program on the overall Ne of the breeding population at B3-F4 (each 
chapter has a goal of breeding 20 American lines for at least one source of blight resistance). 

Two sources of blight resistance, derived from the ‘Clapper’ and ‘Graves’ trees, constitute most of 
the breeding stock in the TACF program. We probably will be able to breed at five locations for each 
source, which would make the Ne of the overall breeding stock about 500 (table 5). Of course, 
selection at loci for resistance will decrease Ne, as will other violations of Hardy-Weinberg 
assumptions, such as skewed numbers of progeny per parent. This degradation will be offset 
somewhat by the chapters using more advanced breeding stock than that simulated for table 5. We 
plan to measure Ne in the breeding stock to compare with these predictions and to guide further 
breeding. We have some baseline data from the native population of American chestnut from a rather 
thorough sampling of the species (Kubisiak and Roberds 2006). DNA from that sampling also is 
available for further probing. 

A third source of blight resistance, derived from the Nanking cultivar of Chinese chestnut, is being 
advanced in 20 American lines at Meadowview and a few other chapters. This will increase the Ne of 
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our breeding population. We also hope to expand other sources of blight resistance to an Ne of 72 at 
various chapters, as outlined by Hebard (2004).  

The decision to introgress blight resistance into American chestnut from other species was based 
in part on the thought that no blight resistance existed in the native population. This does not appear 
to be the case (Griffin 2000). Burnham (1990) outlined a plan for utilizing this native resistance 
which we have been following in a breeding program at Meadowview separate from the backcrossing 
effort. Ironically, the relatively small progeny sizes required by the backcross method make it a more 
efficient means of generating a breeding population with large Ne than recurrent selection of large, 
surviving American chestnut trees after introgressing them into a broad enough base of American 
chestnut with no resistance to blight.  

As the backcross breeding program has developed, we have come to realize that our goal is to 
enable the American chestnut to resume evolving on its own, as a wild species. Our B3-F3 
‘Restoration’ chestnut trees should have sufficient blight resistance to produce numerous viable 
offspring in natural settings, although it is still unclear whether they will have levels of blight 
resistance similar to Chinese chestnut and whether even that level of blight resistance will enable 
them to be dominant forest trees. Their blight resistance could be increased further, if need be, by 
allowing them to intercross in forested settings with other sources of blight resistance, such as from 
additional backcross lines produced by TACF, from large, surviving American chestnut trees, or from 
other sources, such as transgenics or cisgenics. The intercrossing and further increase of progeny 
could be facilitated as needed by silvicultural interventions, but further intensive breeding in an 
orchard setting would not occur with the new base population, only with these supplemental 
populations. Hypovirulence may also play a role in re-establishing a self-sustaining breeding 
population, as Griffin (2000) and others have pointed out. The important point is that we are close to 
developing a self-sustaining breeding population of predominately American chestnut with a large 
enough Ne to constitute a viable species. 
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	We start by inoculating 2-year-old seedlings with the SG2-3 strain of the blight fungus and selecting those with small cankers. Although virulent and capable of killing American chestnut trees, the SG2-3 strain is considerably less pathogenic than the...
	We do not include controls such as Chinese chestnut in the B3-F2 seed orchards. The small SG2-3 cankers after the first season of canker expansion on the selections could not get any smaller on Chinese chestnut, so their inclusion as controls for that...
	We make additional selections over the next few years following inoculation by examining cankers on the preliminary selections. However, as outlined above, we have been intending to make the final selections among the B3-F2 trees by testing the blight...
	Results of the First Season of Canker Expansion in an Orchard Test of Blight Resistance in B3-F3 Chestnut Trees Planted Using a Formal Experimental Design
	In 2008, we harvested our first crop of B3-F3s large enough to test formally in both the orchard and forest using an experimental design and control plants. The orchard test was planted in 2009 using a completely randomized design. In retrospect, an i...
	Table 3 shows statistics for cankers incited by both Ep155 and SG2-3 on the different cross types in the experiment. The controls for canker sizes, ranked from susceptible to resistant, were American, B2, F1 plus B1-F2, B1xChinese, and Chinese. (The b...
	Out of 583 trees tested, there were 95 B3-F3s with small cankers for both strains Ep155 and SG2-3, where small cankers are those less than 5 cm in length. Normally, one would expect trees with such small cankers to have a high level of blight resistan...
	The phenotypic dominance toward small cankers, after the first season of canker expansion in this test, also is reflected in the bimodal distribution of canker sizes. The bimodality is most evident for the Ep155 cankers in the B3-F3 and B1-F2 crosses ...
	The predominance of small cankers led to a significant fungus strain by cross type interaction, since the SG2-3 and Ep155 cankers on Chinese chestnut were similar in size, while in the other cross types, SG2-3 cankers were about 6-8 cm shorter than Ep...
	Table 4 shows canker length statistics for individual families within the various cross types. The Ep155 cankers yielded significant differences in canker size for the more resistant trees while the SG2-3 cankers yielded significant differences for th...
	Discussion of B3-F3 Canker Results
	This crop of B3-F3s was significantly more blight resistant than American chestnut, roughly comparable in resistance to Chinese x American F1s or backcross F2s, in the aggregate. None of the families had as high a level of blight resistance as Chinese...


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice




